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. 2 Nobel laureates in
-Barbar (1981) : Chemistry, 2002
fast atom bombardment

ionization: FAB(/& 3R -8 1 4 1{kik)

- Koichi Tanaka et al. (1987) ,
Hillenkamp & Karas (1988):
matrix-assisted laser Shimadzu Cor.
desorption / ionization: MALDI
(= hU w7 ATV —W—A 1K)

-John B. Fenn et al. (1989) :
electrospray ionization: ESI
(=L 7 ba XA 7 L—A FAkiE)

g
Richmond, VA, USA 2

* */7)1/7 Y DMSZA X% kJL(MALDI TOF)

= =10/ x|

Voyager Spec #1=>BC=>BC=>NF0.7=>NR(2.00)=>MC[BP = 66431.0, 264]

100 8431 264.3

BSA 500 ng 66431
(FE195F 2 66,430)

<8ppm
o 53216 PP

BESHHEAAEHD
MW=1,000

[M+H]™  =(1,000+1)/1=1,001
[M+2H]2*  =(1,000+2)/2=501
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Voyager Spec #1=>BC=>BC=>NF0.7=>NR(2.00)=>MC[BP = 66431.0, 264]

100 8431 264.3 [M+50H]SO+
.| BSAS500 ng 66431 100 +20
® (5 F & 66,430)
H
B [M+40H]40+
§ ‘ +40
:
+6
BEAWEHIAA U EES %350 1000 1050 1100 1150 1200 1250 1300 155# 7400 1450 1500 7550 1600 1850 1700 1750 1800 1550 1500 1850 2000
MW=1 ,000 miz
[M+H]™*  =(1,000+1)/1=1,001 Sample: 1pmol/uL BSA (50% methanol. 0.1M acetic acid
[M+2H]2+  =(1,000+2)/2=501 Instrument: Thermo Finnigan hybrid LTQ-FT-MS
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Alpha—1-acid glycoprotein
1 MALLWALAVL SHLPLLDAQS PECANLMTVA PITNATMDLL SGKWFYIGSA
51 FRNPEYNKSA RAIQAAFFYL EPRHAEDKLI TREYQTIEDK CVYNCSFIKI
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Figure 5. CID-MS/MS spectrum of metal-maleinimido-DOTA-labelled peptide S31 with the
ql pecific fragment assit Signal at m/z=1374.48: loss of CO,. The signal at
mz774.18 the jum ion the upper right) of the labelled cysteine.

Signals at m/z 733.15,.32, 720.31, and 699.16 are formed by fragmentation at the sulphur,
illustrated in the structure at the top right.
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